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Research progress of omics technologies
in the pathogenesis of allergic rhinitis

LUO Xiaohua'?, ZHU Xiaodi’, LI Junzheng'*
(1. the First Clinical Medical College of Guangdong Medical University, Zhanjiang 524000, China; 2. Department of Oto-
rhinolaryngology Head and Neck Surgery, Zhujiang Hospital, Southern Medical University, Guangzhou 510280, China)

Abstract ; Allergic rhinitis ( AR) is a common allergic disease with a complex pathogenesis involving influences of
various genetic and environmental factors, and protein regulation. In recent years, it has greatly advanced our
understanding of the pathogenesis of AR by the widespread application of omics technologies, such as genomics,
transcriptomics, proteomics, and metabolomics. This review summarizes the research progress on the applications of omics
technologies in the pathogenesis of AR. Genomic studies have revealed multiple risk gene loci associated with AR.
Transcriptomic analysis has highlighted the role of differentially expressed genes and their regulatory networks in AR.
Additionally, proteomics and metabolomics research of AR has provided significant support for the identification of novel
biomarkers and potential therapeutic targets. The review also discusses the potential of multi-omics integrative analysis in
the precision medicine of AR, which proposes that future research should focus on data integration and application
transformation to further promote the diagnosis and treatment of AR.

Keywords : Allergic rhinitis; Omics technology; Pathogenesis
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