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LncRNA DSCAM-ASI &3t miR-431-5p/EFNA1 iB5
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(1. ThXFWEER TR FM T B4 214000; 2. I RFEFR LH K4 214000; 3. &3
X#,L® &g 330000)

W E. BH HIHKEEIESD RNA(LncRNA) KA R4 ZE B 43 F I L 1 ( DSCAM-AST ) 38 o J# ¥ 5
/N RNA-431-5p(miR-431-5p) /HFER 8 4 A1(EFNAT) Sl Sk 55085 0k 40 ia 98 ( INSCC) 4N 58 AR 78 MU T~ Ay 3%
Wi, 75k R qRT-PCR Kl 7T Hg K2R Jm B2 5% 47 1) HNSCC M (2024 4F 1 A—2024 4F 12 A ) S 40 40 R 55
ZH 41 LncRNA DSCAM-AS1 \miR-431-5p .[EFNA1 mRNA f3RiE7K -, #4 SCC1 Fl FaDu ZHAfE453 4 Cirl 41 ,sh-NC 41,
sh-DSCAM-AS1 #  sh-DSCAM-AS1+anti-NC £f , sh-DSCAM-AS|1 +anti-miR-431-5p 2, qRT-PCR #& I 5% 25 ZH Jifd 7 mR-
NA 3K s MTT 75 K6 I 41 i B4 58 ; Transwell S50 F I 40T #2542 28 5 A AR 20 B 4l 4 7= ; Western blot Kzl
A R P 3 G B R 2 5L S B8 B E LncRNA DSCAM-AS] 5 miR-431-5p .miR-431-5p 5 EFNAT FI# [i)
4 BB HNSCC 441 LncRNA DSCAM-ASI il EFNA1 mRNA 33k 8 2 7/, miR-431-5p ik W 35 FR %
(P<0.001) , sh-DSCAM-AS1 £ SCC1 FaDu ZHHIH A, {8 BB ARZEH  LncRNA DSCAM-AS1 EFNAT mRNA Al
1 PCNA FKE T sh-NC 41 . Crl 41, I T-3 miR-431-5p £k & T sh-NC 2 . Ctrl 24 (P<0. 001) ;sh-DSCAM-AS]
+anti-miR-431-5p 41 SCC1 .FaDu ZEH A, {8 T BE (2788 EFNA1 mRNA F1ZEH . PCNA #3575 T sh-DSCAM-
AS1 41 sh-DSCAM-AS1 +anti-NC 2, 8§ 7=  miR-431-5p KKk T sh-DSCAM-AS1 41 | sh-DSCAM-ASI +anti-NC 4]
(P<0.001), %1t LncRNA DSCAM-ASI nJ GEi i3 487 miR-431-5p/EFNAL {i£ ¥E HNSCC 4l jgt 5 54228 , -3
AT,

x i SLEERERR AN ; KAEIEAAD RNA; B REEA AR > T 5 S 15 30/ RNA-431-5p; D
B AL B B8 T

R E 4> 2S5 :R739.91

The effects of LncRNA DSCAM-ASI on proliferation, apoptosis, and invasion
of head and neck squamous cell carcinoma cells through miR-431-5p/EFNAL1

XIAO Longsheng'?, ZHANG Jianxi®, DU Xiaodong"’
(1. Department of Otolaryngology Head and Neck Surgery, Affiliated Hospital of Jiangnan University, Wuxi 214000, China;
2. School of Medicine, Jiangnan University, Wuxi 214000, China; 3. Nanchang University, Nanchang 330000, China)

Abstract: Objective To discuss the effects of long non-coding RNA ( LncRNA) Down syndrome cell adhesion
molecule-antisense 1 ( DSCAM-AS1) on the proliferation, invasion, and apoptosis of head and neck squamous cell
carcinoma (HNSCC) cells through microRNA-431-5p (miR-431-5p)/ephrin Al (EFNA1). Methods The expression
levels of LncRNA DSCAM-AS1, miR-431-5p, and EFNA1 mRNA in cancer tissues and adjacent tissues of 47 HNSCC
patients from January 2024 to December 2024 in the Affiliated Hospital of Jiangnan University were detected by real-time
quantitative reverse transcription polymerase chain reaction (qRT-PCR). SCC1 and FaDu cells were assigned into Ctrl
group, sh-NC group, sh-DSCAM-ASI group, sh-DSCAM-AS1 +anti-NC group, and sh-DSCAM-AS1 + anti-miR-431-5p
group. The mRNA expression in each group of cells was detected by qRT-PCR; cell proliferation was detected by MTT

assay; cell migration and invasion were detected by Transwell assay; cell apoptosis was analyzed by flow cytometry; protein
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expression in cells was detected by Western blot; dual-luciferase reporter gene assay was used to verify the targeted binding
of LncRNA DSCAM-AS1 to miR-431-5p and miR-431-5p to EFNA1. Results The expressions of LncRNA DSCAM-AS1
and EFNAT mRNA in HNSCC tissues were significantly increased, while the expression of miR-431-5p was significantly
decreased (P<0.001). The A570 value, migration number, invasion number, LncRNA DSCAM-AS1, EFNAT mRNA and
protein, and PCNA expression in SCC1 and FaDu cells of the sh-DSCAM-AS1 group were lower than those of the sh-NC
group and Ctrl group, while the apoptosis rate and miR-431-5p expression were higher than those of the sh-NC group and
Ctrl group (P<0.001) ; the A570 value, migration number, invasion number, EFNA1 mRNA and protein, and PCNA
expression in SCC1 and FaDu cells of the sh-DSCAM-AS1 + anti-miR-431-5p group were higher than those of the sh-
DSCAM-AS1 group and sh-DSCAM-AS1+anti-NC group, while the apoptosis rate and miR-431-5p expression were lower
than those of the sh-DSCAM-ASI group and sh-DSCAM-AS1+anti-NC group (P<0.001). Conclusions LncRNA DSCAM-
AS1 may promote the proliferation and invasion of HNSCC cells, and inhibit cell apoptosis by targeting miR-431-5p/EFNAT.

Keywords : Head and neck squamous cell carcinoma; Long non-coding RNA ; Down syndrome cell adhesion molecule-

o518

antisense 1; MicroRNA-431-5p; Ephrin Al; Proliferation; Invasion; Apoptosis

Sk 2915 5% IR 40 il 98 (head and neck squamous
cell carcinoma , HNSCC ) J&— F 5 UL o9 3% 4 e |, i
/G e U 1 R 1 O S £ A e o
T2 TSRSV S IR R R R, A
AR R 80 7 I A s R A 35 JTsET Y, R
H HNSCC A ZMAI7 8, a4 TR A7 T,
RIEIRYT S {H HNSCC TS ATh8R1R 22, 5 4R A7
RN 40% ~50%" 3K F R FET S S BT R TG )
BB Z A A | = R R L AT
FOTRZGTESE ) SR, HNSCC B & A FE 35 B it
ANBRH 8 B AL, T4 A 3E 1 4 S
TR A1 YA 7 HNSCC 2 HE 2, K& E 4 i RNA
(long non-coding RNA , LncRNA ) J&— SR < P45 24
(P9 TR 1 RNA, AT D3 i e €0 A& i | e (o fR 25 |
DNA % 5ok VR, Ok 2 1 BF 58 it B Ln-
cRNA A DL i 5 HNSCC i35 5 5% K ALy 7 i
2y, JE T P P HNSCC Mgt ™ IR A 1E
4 5 B 4 )2 L 1 (Down syndrome cell adhesion
molecule-antisense 1, DSCAM-AS1) {ii T 21q22.2 I,
J& T4 R B 43 H 8 BR AR OB 0%, A S 5T
7~ LncRNA DSCAM-AS1 7E AF /N 4H Jfd il 9 | JHT- 40 e
S A5 R 2 FERE R R R IAY . B/ RNA (mi-
croRNA , miRNA ) 7] &7 24 g A= B2 i 4 A~ T 1, i
3B miRNA 7EJ$E HNSCC 40 i A= 9447 7 T
RAFEREEAEA, MRS BR , miR-431-5p 16 1
Js g HORR R L S A 2 Rlom e R R s,
FFEC A I Al (ephrin A1, EFNAT) S5 T 40 i 2 i 19
— R 1, O GIE B AR i 2 R 1Y) 3 5 R =
78 LI E SR U0 SR X R B A A, M
KW 5% @78 LncRNA DSCAM-AS1 W] fE # [i] miR-
431-5p Z 5 TR A0y e vk R AHFSE R I

LAY E B 2F BN & B, LncRNA DSCAM-AST 5
miR-431-5p LA & miR-431-5p 5 EFNA1 Z [AIfE7EWE
TERIZE A7 5, PEIEHEN] LncRNA DSCAM-AS1 1]
BEAE 1] miR-431-5p/EFNA1 ¥4 HNSCC (1) 34 4
YA oh ARG A TR B R

1 #MREFE

1.1 ARAcyisE

2024 4 1 H—2024 4 12 A #E 1T/ K24 MR
B2 Bt R AE HNSCC B (0 32 25 2RI 52 ) i 4H 41
MRS AR5 47 B, FARYIBR G, 0 217 Pk
WA VR, IFTE-80C IR, AR ARG
R E (18202401 -23) | T A B H % B 501
[Eh=S N
1.2 FEGH S

[T 988 40 il SCC1 (585 FH1342, g & £
N 5 R WS FaDu 40 (575 . SHC1162H , B 51 7%
BLBRA /A F)) s anti-miR-431-5p( £845- . CIM0214, ]
ML A 2 &) 3 miR-431-5p mimic ( 5% 5. HY-
R00997 ,Med Chem Express LLC) ; MTT i g 3% %5 2
B (525 YZ-S0606Q, | ¥ 1T 553 7)) ; Annexin
V-FITC/P1 Tl 1855 £ (585 . 500D, B A
OS] ) 5 S E R S IR G Tl 4% SV ( Real-time
quantitative reverse transcription polymerase chain
reaction, qRT-PCR) (4% 5 : F-430, b 51 L RF LA A
7)) ; GAPDH .PCNA _EFNA1 HRP ( #%5.ab128915
ah265609 . ab124911 . ab7090, ¥ [E Abcam 72\ 7 ) ;
qRT-PCR ¥ ( #4"5 . Pangaea Super 8, #i N 3 FE 2
Al 5 2 L (K5 Guava® easyCyte™ , Cytek

Biosciences) ,
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1.3 Jrik

1.3.1 qRT-PCR %4 % HNSCC £8%% F mRNA &
i ] TRIzol i8] AZHZU 73 B9 5 RNA, IR iSO
JCRE VRN HAG B B 1 we IS5 cDNA R P4
:94°C .5 min,94°C .10 s, 56°C 30 s,72°C 30 s 3k
35 MEH HEFT qRT-PCR, & 2742 §15 mRNA %
K IIFESIILE 1,

%1 qRT-PCR 3|9/F41

LK LS (5-3") TSI (5-3")
CCAGGAACCAATC-  CCCTAGGGATGTGAC-
LneRNA DSCAMAAST (/0 CCaAGen
3]s GCCGAGTGTCTTG-  CAGTGCGTGTCGTG-
m P CAGGCCGT GAGT
AL CTACTACATCTC- CTGCCTCATCTGCTG-
CAAACCCATCC CAAGTC
Us AGCGGGAAATCGT-  GTGGACTFGGGAGAG-
GCGTGACA GACTGG
cAPDH GAAGGTGAAGGTCG-  AATGAAGGGGTCATT-
GAGTCA GATGG

7 : LncRNA (K4 JE 4T RNA ) ; DSCAM-AS1 ( JB [C454 1 240 it
FhB 45 1) ;miR (37 RNA) ;EFNAL(JHFEC & A1) . FIAl,

1.3.2 s Lk HNSCC Ziffi & SCC1 FaDu Jy
WE5E X 4, #4 # sh-NC ., sh-DSCAM-ASI , sh-DSCAM-
AS1 + anti-NC | sh-DSCAM-AS1 + anti-miR-431-5p Jii
#L, K Lipofectamine 3000 ¥[34 Bk 3 99l 7% G 2
AAEEZ R 60% 1) SCC1 AN FaDu 4, ¥ U5
P A5 M LA 4 240 . sh-NC 2 . sh-DSCAM-AS1 4 |
sh-DSCAM-AS1 + anti-NC 2H | sh-DSCAM-AS1 + anti-
miR-431-5p 2H ; 575 % A< b BR A% 1E 8 55 5% 41 i 1 0 X6t
MR (Cul 2H) , 2R 1.3, 1 FrR )7 I 5%E 4 SCCl
H1 FaDu 20+ mRNA 357K F,

1.3.3 MTT % %40 SCC1 . FaDu 20 fedg 7  Kih%
YJE B LA SL 100 pL( 7% 5% 10° 4 4% 5h
T 96 LA H,37°C N 5% CO, i FRAHIEH 24 h
J& A 20 pL MTT 5 WOE S 4 b, AT bR S0
570 nm KbDEEETE (Agy) o

1.3.4 Transwell £34m SCC1 FaDu %@ it 84 it 45
Fetz % AT FBS BAIAELL 1x10° 4>/ FLAYSEE EE
HRET MG FRE DM T B, TEMAS
10% FBS B3GR 9% 24 h )5, FE40M0H 0. 1%
S5 AR 8 20 min, 75 SAMOBE T 6T G 2 10 40 e
AT I8k, E = WIRA Matrigel FE 57 BE i,
FHF R A 222

1.3.5 AXsUaEM SCC1 . FaDu 28 itdd 8
FEAHAL(1x10° /L) HeFh 2] 6 fLAk >R Annexin

V-FITC/Pl AY 5 , et 54 F I E 15 min, BiJS
FH A0 AL SR 20 L R 1%
1.3.6 Western blot ## SCC1 . FaDu %8 e+ & &
Ak F RIPA ZZvhi M BG F2 40 i b 4R B B 1,
7E 10% SDS-PAGE ™ 73 &, B J5 #% & 0. 22 pm
PVDF J& [, it A GAPDH (1 :10 000) ,PCNA (1 :
1 000) .EFNA1(1:1 000) —Hui & o8, —Fi(1:
2 000) 8 1 h, i ECL 5 &k 47 i 4k, If-18
BB AR R AT
1.3.7 WEAZEHMREAREE  @iT ENCORI
T miR-431-5p 43 %] F LncRNA DSCAM-ASI1 FlI
EFNAL /) 3'-UTR LM% &6 A8, & & A i 45
A LR (W) FIZE 237 45 (Mut ) #Y LncRNA DSCAM-
AS1 EFNAL F Bt ¥ HAf A pGL3 Ji 8l F#dk i,
F Lipofectamine 3000 ¥ b i 2% & Fil miR-431-5p
mimic 1 mimic NC L5534 SCC1  FaDu 41 H % &
48 h, AR I A B2 B 7], FH A AR A
oI ¢ 5 2% il ) R B
1.4 St

5 H SPSS 25. 0 00, fF A IE S A i T i
OB 245 FER , PILL[BSR FHAST AEAS ¢ K565 240
FOA SR FH B R Ty 22 47 BT, I L3R AT SNK-q H6i
5. P<0.05 FonEREAGIFENL,

2.1 HNSCC #HZ% mRNA %Kik

HNSCC 421 LncRNA DSCAM-AS1 F1 EFNA1
mRNA 1k & 2 Fh &, M miR-431-5p 33k B & %
K, 5w dd B2 BASIT¥E X (P<
0.001) , HARGEHEILFE 2,

* 2 mRNA FEARFALPHRBLE  (x+5,n=47)
HL LncRNA DSCAM-AS1 miR-431-5p EFNAI
o 414 1.00+0. 13 1.00£0.07  1.00+0. 14
HNSCC 441 2.49+0.28 0.29+0.08  1.93+0.21
' 33.089 45.790 25.262
P <0. 001 <0. 001 <0. 001

L HNSCC (kS sk an sz ) . FF,

2.2 LncRNA DSCAM-ASI @fik%} SCC1 FaDu 4l fifd
i mRNA FRik 5200

sh-DSCAM-AS1 0 1, SCC1 A1 FaDu 40 ifd f¥)
LncRNA DSCAM-AS1 Fik 7K B KT Cul 4 (g=
11. 286, 26. 466, P ¥ <0. 001) Hl sh-NC 4 (¢ =
11.457 28.427,P #]<0.001) ., EFNA1 mRNA ik
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1 L E AR, AT Cul 4 (g=7. 669 .12. 669, P ¥
<0. 001) 1 sh-NC £ (¢ =8.518.11. 965, P ¥ <
0.001), #JZ, miR-431-5p ik B ETFE, 5 Cul
“H(q=12.326,19.016, P ¥J<0.001) &% sh-NC £
(¢=12.537.18.842,P ¥J<0. 001 ) A Hb 22 57 HAA 453t
255 X, 1E sh-DSCAM-ASI +anti-miR-431-5p 41,
EFNA1 mRNA A% sh-DSCAM-AS] 4 (¢=5. 897,
10. 205, P #]<0. 001 ) F1 sh-DSCAM-AS1 +anti-NC £
(¢=6.225.9.150,P ¥<0.001) &2 14 ; 1M miR-
431-5p FiLM 2 2 T, 5 sh-DSCAM-ASI 4 (¢ =
8.639.13. 459, P ¥]<0.001) & sh-DSCAM-ASI +
anti-NC 41 (¢=8. 217 .13. 893, P #J<0. 001) i It 2%
SEAGIEE L, BIREBIEILER 3,

2.3 LncRNA DSCAM-ASI @fikX} SCC1 FaDu 4 it
BB 1) 5 )

5 Curl 410 sh-NC 41 b4, sh-DSCAM-AS1 4
SCC1 Al FaDu i fifdh Ay, fH 2 2 %A% (g = 11. 082
vs. 8.721 #110.718 vs. 8.573, P #J<0. 001) , sh-
DSCAM-AS1 +anti-miR-431-5p 21 SCC1 FaDu 4 if
Ay 1l (sh-DSCAM-AS1: ¢ = 8. 720,7.539, P <
0.001 ; sh-DSCAM-AS1 +anti-NC:; ¢ = 8.357 . 6. 947,
P 15<0.001) 5T sh-DSCAM-ASI £l .sh-DSCAM-ASI
+anti-NC 21 ( P<0. 001) , #&/= il miR-431-5p 7]
T3 DSCAM-AST F A% 51 36 fr) 154 B 300 1) %407
HAREAR L 4,

2.4 LncRNA DSCAM-AST @iffEX} SCC1 FaDu 4fjifl
RS R ZR I 52

sh-DSCAM-AS1 #H SCC1. FaDu 4 Jfl i %% %&
(Ctrl:q=10. 814 .12. 402, P #]<0. 001;sh-NC:q =
11.159,12. 234, P #J<0. 001) 2 &% (Cul: ¢ =
13.744 11. 879, P #J<0. 001; sh-NC: ¢ = 14. 035,
11.537,P ¥]<0. 001 ) filk 7> sh-NC 4, Cul 2H (P<
0.001) ; sh-DSCAM-AS1 +anti-miR-431-5p £ SCC1 .
FaDu 4l i3 i # % ( sh-DSCAM-ASI: ¢ = 8. 089,
9.667,P ] <0. 001; sh-DSCAM-AS1 + anti-NC: ¢ =
8.191.9. 985, P #]<0. 001) . {2 282 % ( sh-DSCAM-
AS1:¢g=11.093 9. 047, P ¥J<0. 001 ;sh-DSCAM-AS1
+anti-NC;¢q=11. 157 9. 427, P #J<0. 001 ) & T sh-
DSCAM-AS1 4 . sh-DSCAM-ASI + anti-NC 4 ( P <
0.001), WK 1.3%5,
2.5 LncRNA DSCAM-ASI #fikX} SCC1 FaDu 4ifiEg
PR

sh-DSCAM-AS1 # SCCI1 . FaDu 40 g 95 7= %
(Ctrl:q=30.143 31. 298, P ] <0. 001;sh-NC:q =
30.216.31. 336, P ¥]<0. 001) & T sh-NC 41 . Cul
ZH ; shDSCAM-AS] + anti-miR-431-5p 21 SCCI , FaDu
Y95 T % ( sh-DSCAM-AS1: ¢ = 19. 642, 19. 869,
P $J<0. 01;sh-DSCAM-AS1 +anti-NC: ¢ =19. 110 5,
19.318,P ¥<0. 001 ) fik T° sh-DSCAM-AS1 4 | sh-
DSCAM-AS1 +anti-NC 41 (P<0.001) , WK 2 %6,

£ 3 A4 SCCL FaDu 203+ mRNA FiAHHK  (xs,n=6)
scCl FaDu

G D;g;‘;ﬂ\\s X miR-431-5p  EFNAI mRNA DSIQXT\{/[]\-IJ/:S ' miR-431-5p  EFNAI mRNA
Curl 41 1. 00+0. 20 1.0020. 19 1.0020. 16 1. 0020. 09 1.000. 18 1.0020. 16
sh-NC 21 1.0120. 18 0.98=0. 19 1.05+0. 18 1.06+0. 08 1.02+0. 17 0.96=0. 18
sh-DSCAM-AS1 £ 0.34+0. 11 2.17£0.27" 0.53+0. 13" 0.19+0. 06" 3.19+0. 34" 0.28+0. 08"
sh-DSCAM-AS1 +anti-NC 41 0.2920. 09 2.1320.26 0.5120. 12 0.20=0. 06 3.24x0.37 0.3420. 10
sh-DSCAM-AS1+anti-miR-431-5p 41 0.320. 10 1.35+0. 24 0.89+0. 15% 0.22+0. 08 1. 64+0.29% 0.86+0. 15%
F 41.658 38.438 17. 946 219.48 95.038 37.808
P <0.001 <0. 001 <0.001 <0. 001 <0.001 <0. 001

It 5 Cul ZHAHLL," 55 sh-NC ZHAHLL, ¢ 5 sh-DSCAM-AS1 AL, 5 sh-DSCAM-AS1+anti-NC 44 [t , P<0. 001, T,

F4 £ SCC1 FaDu 40 A (EILER  (3£5,n=6)
67\{41 A570 {E
sccl FaDu

Cul 21 0.87+0. 17 0.96=0. 20
sh-NC #H 0.85+0. 17 0.9520. 19
sh-DSCAM-AS1 41 0.26+0.09"  0.370.12%
sh-DSCAM-AS1+anti-NC 26 0. 28+0. 09 0.4120. 12
sh-DSCAM-AS1+anti-miR-431-5p # 0. 74+0.13° 0. 88+0. 18
F 30.776 19. 366
P <0. 001 <0.001

2.6 LncRNA DSCAM-ASI1 @ffX} SCC1  FaDu 4fjifl
th A H IR IR

sh-DSCAM-AS1 #1 SCCI, FaDu 40 ffi PCNA
(Ctrl:q=7.004,7. 673, P #J<0. 001; sh-NC: g =
6.855.7.388,P 1J<0.001) .EFNA1( Ctrl;¢=8. 064
7.092,P #]<0. 001;sh-NC:g=7. 634 .6. 427, P ¥ <
0.001) % XK T sh-NC £ . Ctrl 41 ; sh-DSCAM-
AS1+anti-miR-431-5p 4| PCNA (sh-DSCAM-AS1 ¢ =
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SCCH1
FaDu
Ctrl 40 sh-NC 4 sh-DSCAM-AS1 28  sh-DSCAM-AS1+ sh-DSCAM-AS1+
anti-NC 42 anti-miR-431-5p 4H
1 Transwell S SCC1 FaDu 41T AR (454 x200)
R 5 4541 SCCL FaDu JUMIFRE RN RFBHLE: (4, 525,n=6)
Lol — scel . e Fabu =
TR 122241 TR 1REH
Cul 21 107.53+11.27 83.19+8.76 134.29+14. 29 97.17£10.93
sh-NC 21 108.94+11.34 84.06+8. 62 133.47+13.85 95.86+10. 71
sh-DSCAM-AS1 41 63.29+8. 46" 42.17+5.37% 73.52+9. 04" 51.74+7.43%
sh-DSCAM-AS1 +anti-NC 41 62.87+8.32 41.98+5.24 71.96+8. 96 50.29+7.25
sh-DSCAM-AS1 +anti-miR-431-5p 2H. 96.38+10. 28 75.28+7. 74 120. 89+12. 74%¢ 86.34+9. 84
F 31.848 51.930 41.511 37.583
P <0.001 <0.001 <0.001 <0.001
10 10° 10 10 100
10° Lo 10° 10° 10°
T 10° K T 10° k. T 10°
SCC1 ey e
10' ‘ g 10 10'
100 0 : 100l 2 10° 107
10° 10' 10*> 10° 10* 10° 10" 10> 10° 10* 10° 10' 10 10° 10° 10° 10" 10*> 10° 10* 10° 10" 10® 10° 10*
FITC FITC FITC FITC FITC
10 10% 10* 10* 10*
10° 10° 10° 10° 10°
T 107 ) T 10° i T 10° @ T 10° 510 i
FaDu I ¥ 0] } I s 0] 10‘+ r
10° !‘ 0 !‘ 10° i‘ 10 4 100 . il
10° 10" 10 10° 10* 10° 10" 10> 10° 10 10° 10" 10> 10° 10* 10° 10' 10 10° 10* 10° 10" 10> 10° 10*
FITC FITC FITC FITC FITC
Ctrl 48 sh-NC 22 sh-DSCAM-AS1 42 sh-DSCAM-AS1+ sh-DSCAM-AS1+
anti-NC 22 anti-miR-431-5p 4H
2 ARG SCC1  FaDu 40858 T

4.918 .6.536,P ]<0. 001 ;sh-DSCAM-AS1+anti-NC
q¢=5.514.6.110, P $<0.001) ,EFNA1 ( sh-DSCAM-
AS1.¢g=5.604.3.989,P 3]<0. 001 ;sh-DSCAM-AS1+
anti-NC;¢=6.014 4. 433 P #]<0. 001 ) I Fik &
T sh-DSCAM-AS1 4 | sh-DSCAM-AS1 +anti-NC 4,
W3 T,

2.7 LncRNA DSCAM-ASI 5 miR-431-5p .miR-431-
5p 5 EFNA1 AY#0 ] 56 &

LncRNA DSCAM-AS1 5 miR-431-5p  miR-431-
5p 5 EFNAL Z[FAAELS G005, WK 4 5, TG
DSCAM-AS1-Wt Fll EFNA1-Wt #9 SCC1 ., FaDu 4ff fifd
i, miR-431-5p mimic ZH 19 %¢ % 2 i 15 74 ( DSCAM-
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AS1-Wt.t=12.059.9. 206, P 3]<0. 001 ; EFNA1-Wt.
1=8.530.6.911,P #J<0.001) P&k, W.3%8 .9,

FR 6 £ SCC1 FaDu HAT R ILE (% ,%+s,n=6)

o LSS
sccl FaDu

Ctrl 21 2.86=0. 81 1.73=0.49
sh-NC 41 2.79+0. 79 1.68+0.43
sh-DSCAM-ASI 21 31.48+3.48"  42.57+4.89"
sh-DSCAM-AS1+anti-NC £ 30.97£3.26  41.95%4.56
sh-DSCAM-AS1+anti-miR-431-5p 41 12.83+1.74°)  16.68+2. 49"
F 227. 606 244.259

P <0. 001 <0. 001

ros (D D - —
SCCH1
rons AR SR s c—

Ctrl 48 sh-NC £ sh-DSCAM- sh-DSCAM- sh-DSCAM-
AS1 42 AS1+  ASt1+anti-miR-
antitNC 4  431-5p 4

3 Western blot il SCC1 . FaDu 40/ 7 2K (A 321k

#7454 SCCL1 Fabu AUI P EHFLIB L (x2s,n=6)
Vaxi| ScC1 FaDu

PCNA EFNA1 PCNA EFNAL
Cul 21 0.99+0. 19 1.17+0.22 0.830. 15 1.34+0.26
sh-NC 41 0.98=0. 19 1. 14£0.21 0.81=0. 14 1.28+0.25
sh-DSCAM-AS1 4 0.52+0. 14 0.58+0. 14 0.29+0. 08" 0.70+0. 18"
sh-DSCAM-AS1 +anti-NC £ 0.48+0. 12 0.55+0. 14 0.32+0. 09 0.66+0. 17
sh-DSCAM-AS] +anti-miR-431-5p £ 0.85+0.17% 0.99+0. 17% 0.75+0. 13% 1.06x0. 23
F 13.619 16.930 18. 838 12. 368
P <0.001 <0. 001 <0.001 <0.001
miR9A GenelD GeneTyp Binding Site of hsa-miR-431-5p on EFNAT:

Show 10 v entries Search:

hsa- ENSG00000235123 'DSCAM- IncRNA!  chr21:40383305- Target: 5' UGGGUGAC--ACAGCAAGACU 3'
miR- AS1 40383323[+] [AREANAN] [ERRNAY] TargetRegion 1 Type Alignment TDMDScore AgoExpNum CleaveExpNum phyloP'
431- miRNA : 3' ACGUACUGCCGGACGUUCUGU 5'

5p

<

4 LncRNA DSCAM-AS1 5 miR-431-5p BI&5A 3 1

chr1:155134546-155134564[+] 7mer- Target: 5' AGCAU--CUCCCAGCAAGACC 3' 11847 16 0 0154
m8 (TR

RiRNA : 3' ACGUACUGCCGGACGUUCUGU 5'

B 5 miR-431-5p 5 EFNA1 Y4547 5

F 8 SCCl AP WIOCRMHEME LI (xs,n=6)

2 5| DSCAM-AS1-Wt DSCAM-AS1-Mut EFNA1-Wt EFNA1-Mut
mimic-NC 2 1.00+0. 12 1.00+0. 19 1.00£0. 14 1.00£0. 18
miR-431-5p mimic H 0.29+0. 08 1.04+0.21 0.38+0.11° 1.02£0.23
3 12.059 0. 346 8.530 0.168
P <0.001 0.737 <0.001 0. 870

B WHCES A LAD) s Mut (B o R
R9 FaDu 4IPS EBIGTE LR (x+5,n=6)

21 5] DSCAM-AS1-Wit DSCAM-AS1-Mut EFNA1-Wt EFNA1-Mut
mimic-NC 2 1.00+0. 13 1.00+0. 16 1.00£0. 15 1.00£0. 19
miR-431-5p mimic H 0.36+0.11 0.96+0. 13 0.44+0.13 1.03£0. 21
3 9. 206 0.475 6.911 0.259
P <0.001 0. 645 <0.001 0. 801
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5T 2 M, LncRNAs Al 38 i ceRNAs 57 431k
miRNA A miRNA | 2 5 95 5 55 2 Fh 5 9 19 1F
JElB L 2D R TneRNA DSCAM-AS] 7E45 B
W A 2R An i b s 223k, B B I B AS B
%, LncRNA DSCAM-ASI i i ¥ 4 £k miR-384 7E {4
HMIE 25 T 9 200 R %) S 1 A 2 0 R AR N I
PEGE B A RE R AR K Zhang 251 ) R E HL A
ZH F 3% | ChIP-seq %0 9% B 45 9 #1 & B, LncRNA
DSCAM-AS1 7l figds | FLARIE | R8s vh s Rk
HiEeA B W5 2%, LncRNA DSCAM-ASI & %k
AT AR it B FLAR e A0 50 B i i g . Zhang
aEl1O) S gL, T J Al LR 2N i R 4N B 2R R 4 41
LncRNA DSCAM-AS1 /& %3k, LncRNA DSCAM-AS1
AL AT miR-138-5p {55 i, XF 11 s 6 R 40 i
I PR AR 9 R I B9 AR . A BF 98 & B LneRNA
DSCAM-ASI 7£ HNSCC 4 21 v & % ik, mif 1%
LncRNA DSCAM-AS1 i@ & # il SCC1, FaDu 4 fifd 1)
WapE | AT R = 2, 12 JE A0 08 T, $27R LncRNA
DSCAM-AS1 A gl ik HNSCC 4 B kA= 4
257K AR HE HNSCC AP ik &

miRNA i3 4544810 3'UTR i 5L %5k,
PP AR S Sun 25 LB, miR-431-5p 1E
B REHL P RIE T, BSOS TNM 7
WM G 76 B AR 20 i ik 2238 miR-431-5p , 7
ARG B PR 98 A0 B 1 e A AT S AR AR P
H/NERUE RO 2R K Lin 250% % BH, miR-431-5p
TE B ISR M I DA b 13 B 2, kiR
WSS AL AR BB 2 9 AH ¢, miR-431-5p & 3%
TRAEVRAMBELAR B i 0045 A6 bk O A A RNk L 25
RERS e U P A0 T AR SR AR Y 1 M 5 b L S AR
Zhu 2100 % 9 B LINCO1132 A 38 52 38 45 miR-
431-5p/ {5 538 B U 4% b R 1 O SR i BUE . M
KW BN, LncRNA DSCAM-AS1 7] L) #4534k miR-
431-5p , (20 JF 96 40 i f) Pk b S AT 9T R
miR-431-5p 7£ HNSCC 4 41 & & ik, 7F SCC1,
FaDu 4" LncRNA DSCAM-AS1 AJ LL#E ] 71 545
miR-431-5p, i #% & ik LncRNA DSCAM-AS1, %
HNSCC EMA 2% B A F 7T AE 238 1 1 24 4k miR-

431-5p SEILIY
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Z 58 AR W kA IR R kT2 5 e
2 Dong 420 0 EFNAT 75 5 S5 40 21
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